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FERRINEIE R TIEIE S Porcine epidemic diarrhea virus,, Alphacoronavirus /& , Genome Size= 28033
bp MINRI FRERIEREA CT 8 25.2 ), %A MGIEasy Nucleic Acid Extraction Kifft MG, 255 1000020471 %2
BUEEAIZER, SR MGIEasy rRNA ERRidFIE (MGI, 525 1000005953 ) 1 MGIEasy RNA MEHIZIXFIES
(MGI, £25 1000006384 )#l total RNA X, {FA MGISP-960 #1T Bt X EFIF f£HB MGISEQ-2000RS
SEENFXFEE (PE100) (MGI, 2 1000012554 ) #17 PE100 iZ&M = A A PFl ( Pathogen Fast
Identification Y44 , X3 FEEREHTIRIED 28 £ JFIUREY, (FREE MGAP MREVE F7 I TEFEAEE .
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%2 MGISEQ-2000 PE10089 7R E

Sample WQ-1 WQ-2 wQ-3 WQ-4
Reads_Length 100 100 100 100
Raw_Reads 177,146,508 129,731,124 113,801,624 121,001,996
Raw_Base 17,714,650,800 12,973,112,400 11,380,162,400 12,100,199,600
Host_Reads 76,496 57,534 635,846 625,044
Host_Rate 0.04% 0.04% 0.56% 0.52%
Clean_Reads 166,302,658 122,877,376 108,305,652 114,794,446

Clean_Base 16,630,265,300 12,287,737,600 10,830,565,200 11,479,444,600
Clean_Base_Rate 93.88% 94.72% 95.17% 94.87%
Raw_Base_Q20 98.47% 98.42% 98.57% 98.67%
Raw_Base_Q30 94.98% 94.63% 95.28% 95.63%
Clean_Base_Q20 98.46% 98.42% 98.57% 98.67%
Clean_Base_Q30 94.93% 94.60% 95.25% 95.60%
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W—EXNTTRER Clean reads #THEMFIELEE, FJLISRIRS . AE. &FE. BEE. S4EREFREEEMEDN
reads ;LN & 4 ASHEMIFIHIRS reads #8( 3 5 ), PEDV %5&( Porcine epidemic diarrhea virus HEZ5%—.
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Reads_Length  Classified_Reads_Number  Viruses Bacteria Archaea Fungi Protozoa  Metazoa_Parasite

100 53,347,342 7,289 53,330,455 383 3,313 2,924 909

%5 MGISEQ-2000 PE100FRIESreadsErE

FS Yrp (F4) reads# HEXSERE

1 Porcine epidemic diarrhea virus 4723 0.030

2 Alphacoronavirus 1 1,360 0.009

3 Mammalian rubulavirus 5 752 0.005

4 Bacillus phage Stitch 148 9.416e-04

5 Rotavirus A 106 6.744e-04

6 Pepper mild mottle virus 59 3.754e-04

7 Pipistrellus bat coronavirus HKU5 24 1.527e-04

8 Bacillus virus Bc431 19 1.209e-04

9 Bat rotavirus 16 1.018e-04

10 Cumuto goukovirus 12 7.634e-05
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—itiHjEi’\J@EEﬁ MGAP HAYPERB SIS PFIHZEUFH) PEDV msFIIHiTHE, BEEFIHKEN 27, 937

bp, GC 287 41.89%, SEMSERERE+H#EA (LI GCF_000848685.1 F2IAE, H‘ 28,033 bp, GC &&EX
42.02% )o
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Sample name Genome Size (bp) GC (%) Scaffold num Gap number (bp)

WQ-3 27937 41.89 1 0
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